Supplementary Table 6: Number of ORFs in each proteome with matches to the Sup35p consensus repeat

	Species  
	Number of ORFs in proteome with matches to the Sup35p consensus repeat * 

	
	e-value ≤ 0 .1 
	e-value ≤ 1.0 
	e-value ≤ 10.0 

	S. pombe 
	0 
	0 
	1 

	U. maydis 
	0 
	0 
	3 

	C. neoformans 
	0 
	1 
	5 

	S. nodorum 
	0 
	3 
	7 

	F. graminearum 
	2 
	3 
	4 

	M. grisea 
	1 
	2 
	5 

	N. crassa 
	0 
	2 
	6 

	A. nidulans 
	0 
	0 
	2 

	Y. lipolytica
	1 
	3 
	3 

	S. kluyveri 
	1 
	1 
	2 

	A. gossypii 
	1 
	1 
	5 

	K. lactis 
	0 
	1 
	2 

	C. glabrata 
	1 
	1 
	3 

	S. castellii 
	2 
	2 
	3 

	S. bayanus 
	1 
	1 
	2 

	S. kudriavzevii 
	0 
	0 
	0 

	S. mikatae 
	1 
	1 
	3 

	S. paradoxus
	1 
	2 
	2 

	S. cerevisiae 
	1 
	2 
	3 

	C. albicans 
	2 
	4 
	8 

	D. hansenii 
	2 
	2 
	7 


* Defined in Methods. All of these numbers of ORFs comprise <1% of the total numbers of ORFs for each species (see Figure 1 for these totals). 

